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Research progress on long non-coding RNA and tumor markers of renal cell carcinoma
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Abstract: Renal cell carcinoma is a common malignant tumor of the urinary system,local progression or distant metastasis in patients
often has developed due to lack of early clinical manifestations and specific tumor markers, and the treatment opportunity has been missed
with an extremely poor prognosis. In order to deeply understands the potential of long non-coding RNA (IncRNA) as a renal cancer marker,

and provide new ideas for the diagnosis and treatment of the renal carcinoma, this study reviews the current research progress on kidney cancer

tumor markers in IncRNA.
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Effect analysis on transabdominal laparoscopic nephroureterectomy and bladder cuff excision in lateral decubi-
tus position
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Abstract: Objective To investigate the clinical effect of transabdominal laparoscopic nephroureterectomy and bladder cuff excision in
the lateral decubitus position. Methods The clinical data of 14 patients who underwent transabdominal laparoscopy with nephroureterectomy

and bladder cuff excision in the lateral decubitus position in the Third People’ s Hospital of Yunnan Province from June 2017 to June 2019
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